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Multiplexed Quantitative Proteomics for Precision Medicine Workshop
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09:00~09:20 Registration
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09:20~09:30 Welcome address and introduction T
EE 2ER EAK L
. TEERD T
09:30~10:00 Overview of proteomic techniques for translational research L
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10:00~10:30 Stable isotope-based quantitative proteomics HRE 2
for translational research RERE L{EEBEHFEMER
10:30~10:50 Coffee break
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10:50~11:20 Prediction and interpretation of personalized proteomics F&R 7 3
from multi-omics analysis BIREMRE, 2 FHEDN
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11:20™11:50 | Application of antibody array in precision medicine development . .
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11:50~13:30 Lunch / Formosa Plastics Museum visiting (12:20~13:20)
13:30~14:00 Protein drugs and cell-based drugs: their discovery, glycosylation, ZIERE BlARKIE
and clinical development and usage BELBERNMHBRAT
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14:00~14:30 New proteomic technology for precision medicine: 5y K18
single cell western system BREYREBRAT
14:30~15-00 Applications of bead-based suspension array for high-throughput SaE BB
multiplexed biomarker detection REAE BELYRMEREREZ
15:00~15:20 Coffee break
L520~15:50| SYstematic verification of protein biomarker candidates in clinical BRIGIE iR
specimens by multiple reaction monitoring mass spectrometry REARE £¥EEZ
Quantification of low abundant protein biomarker using HKE Bt
15:50~16:20
immuno-enrichment coupled to MRM-MS RERE HFEEMEPNH
Multiplexed quantitative proteomics: immuno-based assay B
R BT
16:20~17:00 or mass spectrometry-based assay?

Closing remarks
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